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AMENDMENTS TO THE CLAIMS 

1. (Currently Amended) A method for identifying an eRNA or a DNA Sequence 
comprising an eRNA-encoding sequence in the nucleome of a eukaryotic cell, said method 
comprising: 

identifying non-protein-encoding nucleotide sequences within an RNA transcript 
or a DNA sequence encoding same said non-protein-encoding nucleotide sequences in 
said nucleomcyi 

determining the nucleotide sequence of said non-protein-encoding nucleotide 
sequence; and subj e cting said s e qu e nc e to ph e notyping to determin e its e ff e ct on one or 
more biological ev e nts within a cell and/or 

determining the degree to which said sequence is conserved in the cell's genome 
or in the genome of other species or genera of eukaryotic cells^ wherein a non-protein- 
encoding nucleotide sequence having a biological e ffect in a cell or a nucl e otid e s e quenc e 
conserved within the genome or between different cells' nucleomes is deemed to be an 
eRNA or DNA sequence comprising a nucleotide sequence encoding same said eRNA . 

2. (Currently Amended) A method for identifying a receiver DNA or RNA sequence, 
said method comprising! 

identifying non-protein-encoding nucleotide sequences within an RNA transcript 
or a DNA sequence encoding sam e said non-protein-encoding nucleotide sequences in 
said nucleome?; 

determining the nucleotide sequence of said non-protein-encoding nucleotide 
sequence; and subjecting said sequence to phenotyping to determine its effect on on e or 
more biological e vents within a cell and/or 

determining the degree to which said sequence is conserved in the cell's genome 
or in the genome of other species or genera of eukaryotic cells wherein a non-protein- 
encoding nucleotide sequence having a biological e ff e ct in a cell or a nucleotid e s e quenc e 
conserved within the genome or between different cells' nucleomes is deemed to be an 
eRNA or DNA sequence comprising a nucleotide sequence encoding same said eRNA; 

contacting said eRNA with nucleome and proteome material; and 
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screening for interaction between the eRNA and £hi a_DNA or RNA in the 
nucleome material, or aprotein expressed by said DNA or RNA in the proteome material. 
wherein the detection of such an interaction is indicative of the DNA or RNA being a 

receiver molecule. 

3. (Currently Amended) The method of Claim 1 or 2 wherein the determining the 
degree to which said sequence is conserved ph e notyping comprises determining the degree to 
which a non-protein-encoding sequence is conserved within a cell's genome. 

4. (Currently Amended) The method of Claim 1 or 2 er-^ wherein the determining 
the degree to which said sequence is conserved ph e notyping comprises determining the degree 
to which a non-protein-encoding sequence is conserved amongst genomes of different species, 
genera or families. 

5. (Canceled) 

6. (Original) The method of Claim 1 or 2 wherein the eRNA is or is derived from an 

intron. 

7. (Original) The method of Claim 1 or 2 wherein the eRNA is or is derived from an 

exon. 

8. (Original) The method of Claim 2 wherein the receiver DNA or RNA is located in 
the coding sequence of a gene or its RNA transcript, in the 3' or 5' flanking region of a gene or 
its RNA transcript, in the intron or infron-exon junction of a gene or its RNA franscript, or in 
an intergenic (non transcribed) region of the genome. 

9. (Original) The method of Claim 1 or 2 wherein the eukaryotic cell is from a 
vertebrate. 

10. (Original) The method of Claim 1 or 2 wherein the eukaryotic cell is from an 
invertebrate. 

1 1 . (Original) The method of Claim 1 or 2 wherein the vertebrate is a mammal. 

12. (Original) The method pf Claim 1 of 2 wherein the vertebrate is an avian species. 

13. (Original) The method of Claim 1 or 2 wherein the vertebrate is a reptilian species. 

14. (Original) The method of Claim 1 or 2 wherein the vertebrate is an amphibian 

species. 

15. (Original) The method of Claim 1 or 2 wherein the mammal is a human. 



-3- 



Appl. No. : 10/804,859 
Filed : March 19, 2004 



16. (Original) The method of Claim 1 or 2 wherein the eukaryotic cell is from a plant. 

17. (Original) The method of Claim 1 or 2 wherein the plant is a monocotyledonous 

plant. 

18. (Original) The method of Claim 1 or 2 wherein the plant is a dicotyledonous plant. 

19. (Currently amended) A method for identifying a receiver protein, said method 
comprising; 

identifying non-protein-encoding nucleotide sequences within an RNA transcript 
or a DNA sequence encoding saHie said non-protein-encoding nucleotide sequences i n 
said nucleomeji 

determining the nucleotide sequence of said non-protein-encoding nucleotide 
sequence; and subj e cting said s e quence to phenotyping to determin e its effect on on e or 
more biological e vents within a c e ll and/or 

determining the degree to which said sequence is conserved in the cell's genome 
or in the genome of other species or genera of eukaryotic cells wherein a non-protein- 
encoding nucleotide sequence having a biological e ffect in a c e ll or a nucleotide sequ e nc e 
conserved within the genome or between different cells' nucleomes is deemed to be an 
eRNA or DNA sequence comprising a nucleotide sequence encoding seme said eRNA: 

contacting said eRNA with proteome material; and 

screening for interaction between the eRNA and a protein in the proteome 
material, wherein the detection of such an interaction is indicative of a receiver protein. 

20. (Currently Amended) The method of Claim 19 wherein the determining the degree 
to which said sequence is conserved ph e notyping comprises determining the degree to which a 
non-protein-encoding sequence is conserved within a cell's genome. 

21. (Currently Amended) The method of Claim 19 wherein the determining the degree 
to which said sequence is conserved phenotyping comprises determining the degree to which a 
non-protein-encoding sequence is conserved amongst genomes of different species, genera or 
families. 

22. (Canceled) 

23. (Original) The method of Claim 19 wherein the eRNA is an intron. 

24. (Original) The method of Claim 19 wherein the eRNA is an exon. 
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25. (Original) The mettiod of Claim 19 wherein the eukaryotic cell is from a vertebrate. 

26. (Original) The method of Claim 19 wherein the eukaryotic cell is from an 
invertebrate, 

27. (Currently Amended) The method of Claim 25 i9 wherein the vertebrate is a 
mammal. 

28. (Currently Amended) The method of Claim 25 49 wherein the vertebrate is an 
avian species. 

29. (Currently Amended) The method of Claim 25 i9 wherein the vertebrate is a 
reptilian species. 

30. (Currently Amended) The method of Claim 25 +9 wherein the vertebrate is an 
amphibian species. 

31. (Currently Amended) The method of Claim 27 i9 wherein the mammal is a 

human. 

32. (Original) The method of Claim 19 wherein the eukaryotic cell is from a plant. 

33. (Currently Amended) The method of Claim 32 i9 wherein the plant is a 
monocotyledonous plant. 

34. (Currently Amended) The method of Claim 32 49 wherein the plant is a 
dicotyledonous plant. 

35. (Original) A method of modulating the phenotype of a cell, said method 
comprising identifying an eRNA associated with the particular phenotype by the method of 
Claim 1 or a receiver sequence for the eRNA by the method of Claim 2 or 1 9 and manipulating 
the cell to up-or down-regulate the level or activity of the eRNA or its receiver sequence to 
thereby alter the phenotype of the cell. 

36. (Currently amended) The method of claim 35 3-5 wherein the eRNA is derived 
from an infron. 

37. (Currently amended) The method of claim 35 3* wherein the eRNA is derived 
from an exon. 

38. (Currently amended) The method of claim 35 ^ wherein the receiver DNA is 
RNA is is located in the coding sequence of a gene or its RNA franscript, in the 3' or 5' flanking 
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region of a gene or its RNA transcript, in the intron or intron-exon junction of a gene or its 
RNA transcript, or in an intergenic (non transcribed) region of the genome. 

39. (Original) The method of claim 35 wherein the eukaryotic cell is for a vertebrate, 

40. (Original) The method of claim 35 wherein the eukaryotic cell is from an 
invertebrate. 

41. (Currently Amended) The method of claim 35 39 wherein the vertebrate is a 
mammal. 

42. (Currently Amended) The method of claim M 39 wherein the vertebrate is an 
avian species. 

43. (Currently Amended) The method of claim 35 39 wherein the vertebrate is a 
reptilian species. 

44. (Currently Amended) The method of Claim ^ 39 wherein the vertebrate is an 
amphibian species. 

45. (Currently Amended) The method of Claim ^ 41 wherein the mammal is a 

human. 

46. (Original) The method of Claim 35 wherein the eukaryotic cell is from a plant. 

47. (Currently Amended) The method of Claim ^ 46 wherein the plant is a 
monocotyledonous plant. 

48. (Currently Amended) The method of Claim 35 46 herein the plant is a 
dicotyledonous plant. 

49-52. (Canceled) 

53. (Currently Amended, Withdrawn) An eRNA molecule identified by the method 
comprising i 

identifying non-protein-encoding nucleotide sequences within an RNA transcript 
or a DNA sequence encoding same said non-protein-encoding nucleotide sequences in 
said nucleome^; 

determining the nucleotide sequence of said non-protein-encoding nucleotide 
sequence; and subjecting said s e quenc e to ph e notyping to d e t e rmin e its e ff e ct on on e or 
more biological e v e nts within a c e ll and/or 

determining the degree to which said sequence is conserved in the cell's genome 

or in the genome of other species or genera of eukaryotic cells wherein a non-protein- 
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encoding nucleotide sequence having a biological e ffect in a c e ll or a nucleotide s e qu e nce 
conserved within the genome or between different cells' nucleomes is deemed to be an 
eRNA or DNA sequence comprising a nucleotide sequence encoding sasie said eRNA . 

54. (Currently Amended, Withdrawn) A receiver DNA or RNA identified by the 

method comprising: 

identifying non-protein-encoding nucleotide sequences within an RNA transcript 
or a DNA sequence encoding same said non-protein-encoding nucleotide sequences i n 
said nucleomcji 

determining the nucleotide sequence of said non-protein-encoding nucleotide 
sequence; and subj e cting said sequ e nce to ph e no typing to det e rmine its e ffect on on e or 
mor e biological e v e nts within a cell and/or 

determining the degree to which said sequence is conserved in the cell's genome 
or in the genome of other species or genera of eukaryotic cells wherein a non-protein- 
encoding nucleotide sequence having a biological e ff e ct in a cell or a nucl e otid e sequenc e 
conserved within the genome or between different cells' nucleomes is deemed to be an 
eRNA or DNA sequence comprising a nucleotide sequence encoding saaae said eRNA; 

contacting said eRNA with nucleome and proteome material; and 
screening for interaction between the eRNA and m a_DNA or RNA in the 
nucleome material or aprotein expressed bv said DNA or RNA in the proteome material, 
wherein the detection of such an interaction is indicative of the DNA or RNA being a 
receiver molecule. 

55. (Currently Amended, Withdrawn) A receiver protein identified by the method 
comprising! 

identifying non-protein-encoding nucleotide sequences within an RNA transcript 
or a DNA sequence encoding saHie said non-protein-encoding nucleotide sequences in 

said nucleome^; 

determining the nucleotide sequence of said non-protein-encoding nucleotide 
sequence; and subjecting said sequence to phenotyping to det e rmine its effect on on e or 
more biological e v e nts within a c e ll and/or 
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determining the degree to which said sequence is conserved in the cell's genome 
or in the genome of other species or genera of eukaryotic cells wherein a non-protein- 
encoding nucleotide sequence having a biological e ffect in a c e ll or a nucl e otide s e qu e nc e 
conserved within the genome or between different cells' nucleomes is deemed to be an 
eRNA or DNA sequence comprising a nucleotide sequence encoding sane said eRNA; 

contacting said eRNA with proteome materiali and 
screening for interaction between the eRNA and a protein in the proteome material w herein the 
detection of such an interaction is indicative of a receiver protein. 

56. (Currently Amended, Withdrawn) A method of inducing post transcriptional 
gene silencing (PTGS) in a eukaryotic cell, said method comprising identifying an eRNA 
according to the method of Claim 1. said eRNA h aving a receiver sequence in a target gene to be 
silenced^ and expressing a DNA comprising said eRNA in said cell for a time and under 
conditions sufficient for the target gene to be silenced. 

57. (Withdrawn) The method of claim 56 wherein the cell is a plant cell. 

58. (Withdrawn) The method of claim 56 wherein the cell is a mammalian cell. 

59. (Withdrawn) The method of claim 58 wherein the mammahan cell is a human 

cell. 

60. (Canceled) 

61. (Original) A method for detecting an altered genetic network said method 
comprising screening for the presence or absence of an eRNA or an altered level of eRNA 
wherein an alteration in the presence, absence or level of eRNA is indicative of an altered genetic 
network and thereby an altered phenotype. 



